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	The authors of this paper propose to use a cellular automaton(CA) to create a simulation model to better understand and possibly interpret the way epidemics spread based mainly off geographical locations and the movement of people within supervised areas. Though this model is un-validated in the real world in the sense that the data and information fed into it are based purely off random data sets the results produced validate what one would expect to happen logically in a real world scenario. Most of the existing models used to track epidemic spread are based off differential equations and do not emphasize on important spatial factors like variable population density and the dynamics within that population based on the geographic area. Further  they assume that populations are closed and fixed implying that host numbers remain constant( Even in models where they do consider variable host numbers thereby permitting host-migration the visualization scheme generated is quite complex. The model being suggested by the authors of this paper sounds easy to implement.) The authors propose using a two-dimensional cellular automaton to capture geographical information characteristics and the heterogeneous environment found in real life over deterministic differential equations. Essentially the authors aim to capture the probabilistic nature of disease transmission. Within the paper the authors state in detail the factors being taken into consideration for the generation of each lag-map, and the way the output is being interpreted. The CA update function which manages the way cells are being updated is described in detail too.
		The authors state that the sole purpose of this paper is to demonstrate the usefulness of CA-based visualization systems over classical ones. On comparison with other simulation models such as Markov chains the one being proposed fares much better.
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Fig1: Here there are three points of high population density two of which are connected by a transport link. The link itself has settlement developed along it.
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Fig2:Lag-map showing states of the epidemic spread.
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Fig3:Lag map showing difference between strong and weak buffer zones.
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